Supplementary
: GSEA in high and low LINC00152 expression groups. GSEA comparing the high (red) and low (blue) LINC00152 expression GC patient groups in the GSE15459 dataset, illustrating biologic processes in both subgroups. Enrichment maps were used for visualization of the GSEA results. Enrichment plots are shown for a set of activated genes related to cell proliferation (A) and cell cycle regulation (B) in the GSE15459 dataset. The enrichment score (ES, green line) indicates the degree to which the gene set is overrepresented at the top or bottom of the ranked list of genes. Black bars indicate the position of genes in the ranked list of genes included in the analysis. A positive value indicates stronger correlation with high LINC00152 expression and a negative value indicates stronger correlation with low LINC00152 expression. 

5′GATCCAAAAAACACACTTGATCGA ATATGACATCTCTTGAATGTCATATTC GATCAAGTGTGC3′ ChIP qPCR primers P15 5′TCTGGTAAGGGTGTGCTGTG3′ 5′AAAACTCCTCTGTGGCATGTG3′ P21 5′GGTGTCTAGGTGCTCCAGGT3′ 5′GCACTCTCCAGGAGGACACA3′
